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ADIMAB anti-CD28 PANEL OFFERS ENHANCED
RTCC WITH FORMAT FLEXIBILITY

Anti-CD28 antibodies were isolated from diverse library types
(Kappa, Lambda, CD3 cLC, and HCAD)

ADIMAB anti-CD28 PANEL OPTIMIZATION YIELDS
TUNABLE COSTIMULATION OPTIONS

Lead anti-CD28 antibody lineages (Figures 6,7) were optimized
via CDRH1 and -H2 diversification. Variants with improved
(“strong”) and detuned (“weak”) affinity were selected and

Bispecific and mulfispecific antibodies are a rapidly growing
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Figure 4. Example molecules made using Adimab technology
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Figure 2. Analytical lon Exchange (alEX) and Fab LC-MS analysis

for transient CHO transfections of VH and VL regions from 5§ pairs Biacore Fab KD Hu CD3e3-Fc

Monovalent (M) at pH 7.4
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(by color) of marketed antibodies. Adimab HC-HC
heterodimerization mutations are present in all samples;
transfections vutilized equimolar (1:1:1:1) plasmid concentrations
encoding each IgG subunit.

Figure 5. Adimab’s anti-CD3 antibody lineage has human-cyno
cross-reactivity across a broad range of affinities and binds to the
N-terminal portion of CD3¢2.

Figure 7. CD28 costimulation potentiates CD3 x HER2 RTCC

A. Representation of RTCC assay set-up B. % cytotoxicity and C.
secreted cytokines under RTCC assay conditions (E:T 10:1, 24 hrs)
with ADI CD3 (K- 100 nM) with or without CD28 costimulation
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